three different locations, together with the lack of two insertion sequences identified in pNDM-HK, namely IS26 and IS186 (Fig. 1 ). In addition, part of the tnpA gene of Tn2 (563 25 bp) were missing in pNDM-HK when compared to pCTX-M-3 and pNDM-OM. 26 Overall, in-silico analysis of the Genbank databases revealed that IncL/M plasmids 27 have evolved through the acquisition of resistance genes and insertion sequences. The 60,145-28 bp plasmid pEL60, isolated from Erwinia amylovora, can be considered as the typical IncL/M 29 backbone since it does not possess any resistance gene or insertion sequence (Table S1) 
